The evidence for selection in blood group polymorphism is limited (Reed, I96I) . If infection is considered as a selective force it would be of interest to determine whether subjects of different blood types possess varying degrees of resistance to infectious diseases. Muschel and Osawa (I959) showed cross-reactivity between human blood groups substance B and Esch. coli o86, and suggested a possible influence of blood groups in resistance to infection against those microbial agents that may possess blood groups antigens. Eichner, Finn, and Krevans (I963) in a study on the relations between serum antibody levels and the ABO blood group polymorphism found that the mean antibody titre of anti-coli o86 B7 was lowest in group 0 and highest in group AB. They suggested that if selective forces influencing ABO polymorphism were active, individuals of certain blood groups might be at a disadvantage in combating any infection due to an organism carrying the cross-reacting antigen.
It is difficult to design an experiment for a clinical approach to this problem. At the clinical level, there are many ecological factors that affect the resistance of individuals to specific infections. Infectious diseases are complex phenotypic entities. An experiment analysing the association between a genetic character and a specific infectious disease must take these difficulties into account. The relationship between gene and infection needs to be studied directly in relation to the presence of the micro-organism rather than in relation to clinical infection. We think that it is possible to perform a preliminary analysis of the selective disadvantages of some given genotypes, investigating through a prospective monofactorial method (Li, I96I) the association of marker genes with the presence of the micro-organism affecting the urinary tract of human beings.
Subjects and Methods
The material included all patients admitted in Division B of Medicine in the Hospital Jose Joaquin Joaquin Aguirre, Santiago, Chile, between October i, I963 and August I, I964 excluding severely ill patients. The age and sex distribution of our sample is shown in Table I . Gene frequencies of 'marker' genes were calculated according to Li (I96I) . The statistical significance of the difference between the distribution of a given genotype and a given micro-organism was tested by the chi square test (Yates correction) and its correlation coeffi- where N (zy) represents the number of patients with micro-organism "z", the character "y", and N (y) the number of patients with genetic character "y". The relative risk or relative susceptibility for each genotype to have a given micro-organism was defined by the ratio between two conditional probabilities according to the equation:
(2) x = P (zl IY,) P (z2 Y2) where numbers I and 2 represent two different genotypes or set of genotypes.
Results Table II albus haemolyticus was present alone in I I3 cases (170%). The most frequent bacteria found was Esch. coli (38%o of the positive cultures and 260' of the total bacteriological sample). The distribution of genetic characters in relation to the five most frequently encountered microorganisms in urine culture is shown in Table IV . There is an excess of group B in relation to Esch. coli and Streptococcus faecalis, and an exc-ss of non-tasters in relation to Strep. faecalis. The degree of association of B versus non-B blood groups with micro-organism is analysed in Table V . This association is significant at the I level only with Esch. coli. A higher degree of association is reached with B versus 0 blood groups and Esch. coli (x = I-7; x2 = 7-65; r = O0I3). The association of non-taster individuals to Strep. faecalis is also highly significant with a relative susceptibility I390% higher than tasters (x = 2-39; x2 III5; r 0I3). No other significant association was found in this analysis.
Discussion
The gene frequencies of the ABO alleles of this sample are in good agreement with the large Chilean sample of Sandoval (194I). Our bacteriological investigations agree with the findings of De Wardener (I958) that only 25%°of urine samples obtained from clinically 'normal' subjects were sterile. As a diagnostic procedure, urine culture is less satisfactory than microscopical examination, but our investigation was designed to establish the presence or absence of a given microorganism in the urinary tract, without considering the number of colonies or other parameters of a 'clinical infection'.
Our investigation shows clearly that B subjects have a probability 50o% higher than that of non-B 
